Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.002 Å; R factor = 0.041; wR factor = 0.122; data-to-parameter ratio = 18.4.
In the title molecular salt, C 6 H 9 N 2 + ÁC 7 H 5 O 3 À , the dihedral angle between the benzene ring and the CO 2 group in the anion is 6.1 (2) . In the crystal, the cation and anion are linked by N-HÁ Á ÁO and C-HÁ Á ÁO hydrogen bonds, and the anions are connected by O-HÁ Á ÁO hydrogen bonds, forming a threedimensional network.
Related literature
For general background to methylpyridinium derivatives, see: Blessing (1986); Brahadeeswaran et al. (2006) ; Brown (1976) ; Kvenvolden et al. (1971) ; Tomaru et al. (1991) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). frequencies (Brahadeeswaran et al.,2006) . Carboxylic acids are believed to have existed in the prebiotic earth (Kvenvolden et al., 1971) and form aggregation patterns. An attempt is made to solve the pyridine based crystal structures to explore the NLO behaviour.
The crystal structure of the title compound ( Fig.1 ) consists of aminomethylpyridinium cation and hydroxybenzoate anion connected via N-H···O & C-H···O hydrogen bonds (Blessing,1986; Brown, 1976) . The pyridinium ring is essentially planar, with a maximum deviation of -0.005 (1) Å for atom N1. The dihedral angle between the pyridinium ring in the cation and the benzene ring in the anion is 78.32 (7)°.
In the crystal structure (Fig. 2) , the cation and anion are linked by N-H···O and C-H···O hydrogen bonds (Table 1) , and the anions are connected by O-H···O hydrogen bonds (Table 1) , forming a three-dimensional network.
Methanol solutions of 2-amino-6-methylpyridine (54 mg) and 4-hydroxybenzoic acid (69 mg) were mixed together and stirred for about 1 h to get a homogeneous mixture. The resulting solution was allowed to evaporate at 303 K slowly in a water bath which has a temperature accuracy of ± 0.01° C at ambient atmosphere. Brownish crystals with developed morphology of title compound were obtained after 15 days. 
Special details
Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (

